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1 <110> APPLICANT: Ankenbauer, Robert G. 

2 Hasse, Detlef 

3 Panaccio, Michael 

4 Rosey, Everett Lee 

5 Wright, Catherine 

6 <120> TITLE OF INVENTION: LAWSONIA DERIVED GENE AND RELATED SODC 

7 POLYPEPTIDES, PEPTIDES, AND PROTEINS AND THEIR USES 

8 <130> FILE REFERENCE: DAVI 1 4 8 . 00 lAPC 

9 <140> CURRENT APPLICATION NUMBER: US/10/009, 916A 

10 <141> CURRENT FILING DATE: 2001-11-13 

11 <150> PRIOR APPLICATION NUMBER: PCT/AUOO /004 36 

12 <151> PRIOR FILING DATE: 2000-05-11 

13 <150> PRIOR APPLICATION NUMBER: US 60/133,989 

14 <151> PRIOR FILING DATE: 1999-05-13 

15 <160> NUMBER OF SEQ ID NOS : 13 

16 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH: 180 

20 <212> TYPE: PRT 

21 <213> ORGANISM: Lawsonia intracellularis 

22 <400> SEQUENCE: 1 
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45 Val lie Pro Asn 

46 180 

48 <210> SEQ ID NO: 2 

49 <211> LENGTH: 543 

50 <212> TYPE: DNA 

51 <213> ORGANISM: Lawsonia intracellularis 

52 <220> FEATURE: 

53 <221> NAME/KEY: CDS 

54 <222> LOCATION: (1)...(543) 





<400> SEQUENCE: 2 
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93 <210> SEQ ID NO: 3 

94 <211> LENGTH: 10 

95 <212> TYPE: PRT 
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96 <213> ORGANISM: Artificial Sequence 

97 <220> FEATURE: 

98 <223> OTHER INFORMATION: Protective peptide leader sequence. 

99 <400> SEQUENCE: 3 

100 . Met Gly Thr Thr Thr Thr Thr Thr Ser Leu 

101 15 10 

103 <210> SEQ ID NO: 4 

104 <211> LENGTH: 58 

105 <212> TYPE: DNA 

106 <213> ORGANISM: Artificial Sequence 

107 <220> FEATURE: 

108 <223> OTHER INFORMATION: Forward Primer RA167. 

109 <400> SEQUENCE: 4 

110 ggccatgggt accaccacca ccaccacctc tctgtctgtt acttcagaag tccatatg 58 

112 <210> SEQ ID NO: 5 

113 <211> LENGTH: 33 

114 <212> TYPE: DNA 

115 <213> ORGANISM: Artificial Sequence 

116 <220> FEATURE: 

117 <223> OTHER INFORMATION: Reverse Primer RA175. 

118 <400> SEQUENCE: 5 

119 ggctctagag gtatataaat ataaagaggt atg 33 

121 <210> SEQ ID NO: 6 

122 <211> LENGTH: 42 

123 <212> TYPE: PRT 

124 <213> ORGANISM: Lawsonia intracellularis 

125 <400> SEQUENCE: 6 



126 Met Lys lie Lys Leu Phe Phe Val Thr Ser lie Val Thr lie Ser Leu 

127 15 10 15 

128 Leu Thr Ser He Thr Ser Val Val Leu Ala Cys Ser Val Thr Ser Glu 

129 20 25 30 

130 Val His Met He Asp Asp Asn Gly He Lys 

131 35 40 



133 <210> SEQ ID NO: 7 

134 <211> LENGTH: 172 

135 <212> TYPE: PRT 

136 <213> ORGANISM: Escherichia coli 
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